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1990-1993 Teaching Assistant, Tel Aviv University

1992-1993 Programmer at AC&A, CAD development
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1987-1991 Special Program for Fostering Excellence, Tel Aviv University

1991-1993 Department of Mathematics, Tel Aviv University

B.Sc. mathematics major, physics minor awarded 1992, magna cum laude

1994 Summer School for Complex Systems, Santa Fe Institute.

1994-1998 Doctoral Candidate, Biological Sciences. Stanford University, Stanford, California.

Principal Advisor: Marcus W. Feldman

Ph.D. awarded 1998.

Dissertation: The evolution of colonies: multicellularity, and eusociality. The importance of informa-
tion sharing

1998-2001 Postdoctoral Fellow, Santa Fe Institute.

2002-2003 Postdoctoral Associate, Max Planck Institute for Mathematics in the Sciences.
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Published articles and articles in press

Jablonka, E., M. Lachmann, and M. J. Lamb. 1992. Evidence, mechanisms and models for the inheritance of ac-
quired characters. Journal of Theoretical Biology. 158: 245-268.

Lachmann-Tarkhanov, M.and S. Sarkar. 1994. The alternative fitness sets which preserve allele trajectories: A
general treatment. Genetics 138(4):1323-1330.

Lachmann, M.and G. Sella. 1995. The computationally complete Ant Colony: Global Coordination in a System
with no Hierarchy. Presented in ECAL95. Published in F. Moran, A. Moreno, J.J. Merelo, and P Chacon
(Ed.) Advances in Artificial Life, proceedings of the third European Conference on Artificial Life, Granada,
Spain. Springer-Verlag 1995.

Lachmann-Tarkhanov, M.and E. Jablonka. 1996. Heredity systems in a periodically fluctuating environment, Jour-
nal of Theoretical Biology. 181:1-9.

Bergstrom, C. T. and M. Lachmann. 1997. Signalling among relatives. I. When is signalling too costly? Philo-
sophical Transactions of the Royal Society Series B 352(1353):609-617.

Lachmann, M.and C. T. Bergstrom. 1998. Signalling among relatives. II. Beyond the Tower of Babel. Theoretial
Population Biology, 54:146-160.

Bergstrom, C. T. and M. Lachmann. 1998. Signalling among relatives. III. Talk is cheap among relatives. Pro-
ceedings of the National Academy of Sciences, USA 95:5100-5105.

Avital, E., E. Jablonka and M. Lachmann. 1998. Adopting adoption. Anim. Beh. 55(6):1451-1459.

Lachmann, M., G. Sella, and E. Jablonka. 2000. On information sharing and the evolution of collectives. Proc. of
the Royal Society: Biological Sciences, 267:1265-1374.

Sella, G. and M. Lachmann. 2000. On the Dynamic Persistence of Cooperation: How Lower Fitness Induces Higher
Survivability. SFI working paper 99-03-017. Journal of Theoretical Biology 206:465-485. Also appeared in
Evolutionary Dynamics: Exploring the Interplay of Selection, Accident, Neutrality, and Function. James P.
Crutchfield and Peter Schuster (eds.) Oxford U. Press, 2002.

M. Lachmann, C. Moore, and I. Rapaport. 2000. Who wins domineering on rectangular boards? In R.J. Nowakowski,
Ed., More Games of No Chance (MSRI Workshop on Combinatorial Games, 2000) 307–315.

Rodriguez-Girones, M. A., M. Enquist and M. Lachmann. 2001. The role of signalling and sibling competition in
begging strategies. Animal Behaviour 61(4):733-745.

Bergstrom, C. T. and M. Lachmann. 2001. Alarm calls as costly signals of anti-predator vigilance: The watchful
babbler game. Animal Behavior 61(3):535-543.

Lachmann, M., C. T. Bergstrom, and S. Számadó. 2001. Cost and conflict in animal signals and human language.
Proceedings of the National Academy of Sciences USA. 98:13189-13194.

Ptak S. E. and M. Lachmann. 2002. On the evolution of polygamy: a theoretical examination of the polygamy
threshold model. Behavioral Ecology, 14:201-211.

Bergstrom C. T., S. Számadó, and M. Lachmann. 2002. Separating equilibria in continuous signalling games. Philo-
sophical Transactions: Biological Sciences 357(1427):1595-1606.

Bergstrom, C. T. and M. Lachmann. 2003. The Red King Effect: When the slowest runner wins the coevolutionary
race. Proceedings of the National Academy of Sciences USA 200(2):593-598.

Khaitovich, P., G. Weiss, M. Lachmann, I. Hellmann, W. Enard, B. Muetzel, U. Wirkner, W. Ansorge, and S. Pääbo.
2004. A neutral model of transcriptome evolution. PLoS Biology 2:682-689. (79; 14.101 )

Khaitovich P, B. Muetzel, X. W. She, M. Lachmann, I. Hellmann, J. Dietzsch, S. Steigele, H. H. Do, G. Weiss, W.
Enard, F. Heissig, T. Arendt, K. Nieselt-Struwe, E. E. Eichler, and S. Pääbo. 2004. Regional patterns of
gene expression in human and chimpanzee brains. Genome Res. 14(8):1462-1473.
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Lachmann, M.and C. T. Bergstrom. 2004. The disadvantage of combinatorial communication. Proceedings of the
Royal Society: Biological Sciences 271:2337-2343.

Lachmann, M., M. E. J. Newman, and C. Moore. 2004. The physical limits of communication. Am. J. Phys.
72(10):1290-1293.

Khaitovich P., I. Hellmann, W. Enard, K. Nowick, M. Leinweber, H. Franz, G. Weiss, M. Lachmann, and S. Pääbo.
2005. Parallel patterns of evolution in the genomes and transcriptomes of Humans and Chimpanzees. Science
309: 1850-1854. (Mentioned in Science’s “Breakthrough of the year 2005”)

Meyers L.A., F.D. Ancel, M. Lachmann. 2005. Evolution of genetic potential. PLoS Comput. Biol. 1(3): e32

Bull J.J., L.A. Meyers, M. Lachmann. 2005. Quasispecies made simple. PLoS Comput Biol 1(6): e61

Khaitovich, P., K. Tang, H. Franz, J. Kelso, I. Hellmann, W. Enard, M. Lachmann, and S. Pääbo. 2006. Positive
selection on gene expression in the human brain. Current Biology 16: R356-58

Somel, M., P. Khaitovich, S. Bahn, S. Pääbo, and M. Lachmann 2006. Gene expression becomes heterogeneous
with age. Current Biology 16: R359-60.

Khaitovich, P., W. Enard, M. Lachmann, and S. Pääbo 2006. Evolution of primate gene expression. Nature Re-
views Genetics 7: 693-702.

Khaitovich P, J. Kelso, H. Franz, J. Visagie, T. Giger, S. Joerchel, E. Petzold, R.E. Green, M. Lachmann, S. Pääbo
2006. Functionality of intergenic transcription: An evolutionary comparison. PLoS Genet. 2(10)

Donaldson, M. C., and M. Lachmann and C. T. Bergstrom. 2007. The evolution of functionally referential mean-
ing in a structured world. Journal of Theoretical Biology. 246:225-233.

Prüfer, K., B. Muetzel, HH. Do, G. Weiss, P. Khaitovich, E. Rahm, S. Pääbo, M. Lachmann and W. Enard. 2007.
FUNC: a package for detecting significant associations between gene sets and ontological annotations. BMC
Bioinformatics 8:41.

Briggs, A.W., U. Stenzel, P.L.F. Johnson, R.E. Green, J. Kelso, K. Prüfer, M. Meyer, J. Krause, M.T. Ronan, M.
Lachmann and S. Pääbo. 2007. Patterns of damage in genomic DNA sequences from a Neandertal. Proceed-
ings of the National Academy of Sciences USA 104: 14616-21.

Somel, M., H. Creely, H. Franz, U. Mueller, M. Lachmann, P. Khaitovich and S. Pbo. 2008. Human and chimpanzee
gene expression differences replicated in mice fed different diets. PLoS ONE 3(1), e1504.

Pruefer, K., U. Stenzel, M. Dannemann, R.E. Green, M. Lachmannand J. Kelso. 2008. PatMaN: rapid alignment
of short sequences to large databases. Bioinformatics 24, 1530-32.

Donaldson-Matasci, M.C., M. Lachmann and C.T. Bergstrom. 2008. Phenotypic diversity as an adaptation to en-
vironmental uncertainty. Evolutionary Ecology Research 10, 493-515.

Somel, M., H. Franz, Z. Yan, A. Lorenc, S. Guo, T. Giger, J. Kelso, B. Nickel, M. Dannemann, S. Bahn, M.J. Web-
ster, C.S. Weickert, M. Lachmann, S. Pbo and P. Khaitovich. 2009. Transcriptional neoteny in the human
brain. PNAS 106, 5743-48.

Ptak, S., W. Enard, V. Wiebe, I. Hellmann, J. Krause, M. Lachmann and S. Pääbo. 2009. Linkage disequlibrium
extends across putative selected sites in FOXP2. Mol. Biol. Evol. 26, 2181-84.

Green, R.E., A.W. Briggs, J. Krause, K. Prfer, H.A. Burbano, M. Siebauer, M. Lachmann and S. Pääbo. 2009. The
Neandertal genome and ancient DNA authenticity. EMBO Journal 28, 2494-2502.

Dannemann, M., A. Lorenc, I. Hellmann, P. Khaitovich and M. Lachmann. 2009. The effects of probe binding affin-
ity differences on gene expression measurements and how to deal with them. Bioinformatics 25, 2772-79.

Somel, M., S. Guo, N. Fu, Z. Yan, H.Y. Hu, Y. Xu, Y. Yuan, Z. Ning, Y. Hu, C. Menzel, H. Hu, M. Lachmann, R.
Zeng, W. Chen and P. Khaitovich. 2010. MicroRNA, mRNA, and protein expression link development and
aging in human and macaque brain. Genome Research 20, 1207-121.
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Green, R.E., J. Krause, A.W. Briggs, T. Maricic, U. Stenzel, M. Kircher, N. Patterson, 45 others, J. Kelso, M. Lach-
mann, D. Reich and S. Pääbo. 2010. A draft sequence of the Neandertal genome. Science 328, 710-722.
(Science journal’s “Most outstanding paper of the year 2010”).

Donaldson-Matasci, M.C., C.T. Bergstrom and M. Lachmann. 2010. The fitness value of information. Oikos 119,
219-230.

Burbano, H.A., E. Hodges, R.E. Green, A.W. Briggs, J. Krause, M. Meyer, J.M. Good, T. Maricic, P.L.F. Johnson,
Z. Xuan, M. Rooks, A. Bhattacharjee, L. Brizuela, F.W. Albert, M. de la Rasilla, J. Fortea, A. Rosas, M.
Lachmann, G.J. Hannon and S. Pääbo. 2010. Targeted investigaton of the Neandertal genome by array-based
sequence capture. Science 328, 723-725.

L. Oña and M. Lachmann. 2011. Ant aggression and evolutionary stability in plantant and plantpollinator mutu-
alistic interactions. Journal of Evolutionary Biology: 24(3): 617629.

Burbano, Hernn A., Richard E. Green, Tomislav Maricic, Carles Lalueza-Fox, Marco de La Rasilla, Antonio Rosas,
Janet Kelso, Katherine S. Pollard, Michael Lachmann, and Svante Pbo]. 2012. Analysis of Human Accelerated
DNA Regions Using Archaic Hominin Genomes. PloS one 7, no. 3 (2012): e32877.

Prüfer, Kay, Kasper Munch, Ines Hellmann, Keiko Akagi, Jason R. Miller, Brian Walenz, Sergey Koren et al. 2012.
The bonobo genome compared with the chimpanzee and human genomes. Nature doi:10.1038/nature11128.

Dannemann, Michael, Michael Lachmann, and Anna Lorenc. 2012. maskBAD a package to detect and remove
Affymetrix probes with binding affinity differences. BMC bioinformatics 13, no. 1: 56.

Bookchapters

Bergstrom, C. T. and M. Lachmann. 2003. The Red King Effect: Evolutionary rates and the division of surpluses
in mutualisms. Chapter 12 in P. Hammerstein, ed., Genetic and Cultural Evolution of Cooperation. Cam-
bridge: MIT Press.

Lachmann, M., N. W. Blackstone, D. Haig, A. Kowald, R. E. Michod, E. Szathmáry, J. H. Werren, and L. Wolpert.
2003. Cooperation and conflict in the evolution of genomes, cells and multicellular organisms. Chapter 18 in
P. Hammerstein, ed., Genetic and Cultural Evolution of Cooperation. Cambridge: MIT Press.

Bergstrom, C. T., B. Kerr and M. Lachmann. 2008. Building trust by wasting time. In P. J Zak, ed., Moral
Markets: The Critical Role of Values in the Economy. Princeton University Press, in press.

Manuscripts

Lachmann, M.and C. T. Bergstrom. When honest signals must be costly. SFI working paper 99-08-059. (partly
incorporated into “Cost and conflict in animal signals and human language”)

Bergstrom, C., and M. Lachmann. 2004. Shannon Information and Biological Fitness. Proceedings of the IEEE
information theory workshop.
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